In the title compound, C 23 H 19 NO, the naphthalene ring system and the cyclopent-2-enone ring exhibit planar conformations with maximum deviations of 0.034 (1) and 0.02 (1) Å , respectively. The 1,4-dihydropyridine ring adopts an envelope conformation with the C atom bearing the p-tolyl ring as the flap atom. Intermolecular N-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á interactions stabilize the crystal packing.
Related literature
For the medicinal use of quinoline and fused quinoline derivatives, see: Audisio et al. (2012) ; Kurasawa et al. (2012) ; Pokhrel et al. (2012) . For puckering parameters, see: Cremer & Pople (1975 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C17-C22 ring. Data collection: CrystalClearSM Expert (Rigaku/MSC, 2009); cell refinement: CrystalClearSM Expert; data reduction: CrystalClearSM Expert; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. supplementary materials Acta Cryst. (2012) . E68, o2746 [doi:10.1107/S1600536812035659] Herein we report its crystal structure.
11-(4-
In the molecular structure ( Fig. 1) , the quinoline ring and cyclopent-2-enone ring adopts planar conformations. The atoms with maximal deviation from the the two ring are C9 and ing systr C5 with the distance of 0.034 (1)Å and 0.02 (1) Å, respectively. The dihydropyridine ring is in an envelope (or half boat) conformation, since C1/C2/N1/C4/C5 is coplanar with the largest deviation of 0.040 (1)Å(N1). However, the distance of C3 and the plane consisting of the rest five atoms is 0.212 (1)Å. Cremer & Pople puckering parameters analysis also confirms that the dihydropyridine ring adopts a envelope conformation (Cremer & Pople, 1975) . Its puckering amplitude (Q), θ and φ are 0.156 (1)Å, 102.7 (4)° and 0.7 (5)°, respectively. The linkage between p-tolyl and dihydropyridine ring can be described by the torsion angle of C2-C3-C17-C22 (45.46 (15)°) and C4-C3-C17-C22(-76.38 (13)°) respectively. The crystal packing is stabilized by intermolecular N-H···O hydrogen bond and C-H··· π interactions ( Fig. 2 , Table 1 ).
Experimental
In a dry 50 mL flask, cyclopentane-1,3-dione (0.10 g, 1 mmol), 4-methylbenzaldehyde (0.12 g, 1 mmol), naphthalen-2amine (0.14 g,1 mmol), p-toluenesulfonic acid (0.2 g, 1 mmol) and water (10 mL) were mixed and then stirred at 373 K for 5 h. After completion of the reaction, as indicated by TLC, the solid product was collected by filtration and were purified by flash column chromatography (silica gel, mixtures of ethyl acetate / petroleum ether, 1:3, v/v) to afford the desired pure product. m. p.: 562-564 K; IR (KBr,ν, cm -1 ): 3165, 3080, 3013, 2962, 1666, 1632, 1584, 1522, 1468, 1397, 1269, 1239, 1220, 1012, 841, 806, 748, 688, 531 
Refinement
The hydrogen atom bonded to nitrogen atom was positioned from a Fourier difference map refined freely. All other H atoms were placed in calculated positions, with C-H = 0.95 Å, 0.98 Å, 0.99 Å or 1.00 Å and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2U eq (parent atom). The packing diagram of (I), Hydrogen bond represented by the dashed line, Cg is the centroid of the ring of C17/C18/C19/C20/C21/C22, Hydrogen atoms not involved in Hydrogen bond were omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

11-(4-Methylphenyl)-8,9-dihydro-7H-benzo[f]cyclopenta[b]quinolin-10(11H)-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.35410 (9) 0.68276 (7) 0.17550 (5) 0.0239 (2) (7) 0.0209 (7) −0.0007 (5) 0.0075 (5) 0.0002 (5) C7 0.0220 (6) 0.0233 (6) 0.0237 (7) 0.0015 (4) 0.0066 (5) 0.0044 (5) C8 0.0176 (5) 0.0199 (6) 0.0232 (6) 0.0032 (4) 0.0019 (5) 0.0058 (5) C9 0.0206 (6) 0.0179 (6) 0.0262 (7) 0.0000 (4) 0.0036 (5) −0.0021 (5) C10 0.0205 (6) 0.0177 (6) 0.0313 (7) −0.0003 (4) 0.0071 (5) 0.0033 (5) (10) C16-C11-C10 121.29 (11) C5-N1-H1 115.4 (10) C16-C11-C12 119.57 (11) C1-N1-H1 123.1 (10) C10-C11-C12 119.11 (11) C2-C1-N1 121.12 (10) C13-C12-C11 117.47 (11) C2-C1-C9 121.35 (11) C13-C12-C2 122.52 (11) N1-C1-C9 117.52 (10) C11-C12-C2 120.01 (11) C1-C2-C12 118.24 (10) C14-C13-C12 121.50 (11) C1-C2-C3 121.76 (10) C14-C13-H13 119.2 C12-C2-C3 119.95 (10) C12-C13-H13 119.2 C4-C3-C17 111.17 (9) C13-C14-C15 120.54 (12) C4-C3-C2 109.12 (9) C13-C14-H14 119.7 C17-C3-C2 111.26 (9) C15-C14-H14 119.7 C4-C3-H3 108.4 C16-C15-C14 119.50 (12) C17-C3-H3 108.4 C16-C15-H15 120.3 C2-C3-H3 108.4 C14-C15-H15 120.3 C5-C4-C8 108.82 (11) C15-C16-C11 121.41 (11) C5-C4-C3 123.27 (10) C15-C16-H16 119.3 C8-C4-C3 127.91 (11) C11-C16-H16 119.3 N1-C5-C4 123.07 (11) C18-C17-C22 117.82 (11) 
